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1  | INTRODUC TION
West Nile virus (WNV) is an emergent and widely distributed patho-
gen of particular importance because it has serious economic and 
health consequences. Its recent spread in both the New World and 
the Old World seems to be related to the emergence of a strain with 
greater virulence in birds, humans and equids (Gubler, 2007). Given 
the increasing significance of WNV for European public health, un-
derstanding environmental contributions to the occurrence of the 
disease and detecting high- risk areas are key to taking preventive 
measures and better comprehending the consequences of climate 
warming in the spread of the disease. The study of zoonotic diseases 
has recently been approached from a biogeographic perspective, that 
is pathogeography (Murray et al., 2018). The aim of pathogeography 
is to understand the processes that drive the distribution patterns of 
diseases, applying biogeography to the research and management of 
human infectious diseases and promoting collaboration and inter-
disciplinary research among biogeographers, veterinary and medical 
practitioners and ecologists. In this study, we aimed at the detection 
of new favourable areas in Europe for the occurrence of WNV dis-
ease during the current transmission season in 2021, considering the 
outbreaks that occurred during 2020.
2  | MATERIAL S AND METHODS
We compiled all areas in Europe where WNV outbreaks occurred 
during the transmission season of 2020 (Spain, Italy, the Netherlands, 
Germany, Hungary, Romania, Bulgaria and Greece), which yielded a 
total of 308 human cases (Figure 1), including 36 deaths (European 
Centre for Disease Prevention & Control, 2020). The study area was 
divided into administrative districts called NUTS (Nomenclature of 
Territorial Units for Statistics) level 3, which divide the economic ter-
ritory of the European Union (European Commission, 2003). A set of 
environmental variables was used to build an environmental favour-
ability model to detect the effect of environmental conditions that 
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Abstract
West Nile virus infections in humans are continuously increasing, and the virus has 
spread considerably in Europe over the past decade. The incidence of the disease 
was unusually high between 2018 and 2020. The resulting model identifies the West 
Nile virus outbreak- prone areas during 2021, even in regions where the virus has not 
yet been discovered. It is remarkable that in Central Europe, new favourable areas are 
emerging, where early actions could lessen the impact of the disease.
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favour WNV occurrence and the distribution of cases throughout 
the study area in 2020 (Table 1).
The risk model was elaborated following several steps. First, 
through univariate logistic regression we assessed the environmen-
tal power of each environmental variable. Multicollinearity among 
the environmental variables was controlled by calculating pairwise 
Spearman correlation coefficients. If two variables, belonging to the 
same factor (Table 1), were correlated by more than 0.8, the least ex-
planatory one was deleted. The false discovery rate was controlled 
to avoid an increase in type I errors due to the number of variables 
used in the analysis (Benjamini & Hochberg, 1995). Finally, we per-
formed a multivariate forward- stepwise logistic regression in which 
a variable was added to the null model if the resulting regression was 
most significantly improved by the new variable. The result was a 
probability value (P) of WNV outbreak in each NUTS according to its 
environmental characteristics. The P value of each NUTS was trans-
formed into a favourability value (F) using the favourability function 
(Real et al., 2006).
with n1 being the number of NUTS with reported WNV cases, and n0 
the number of NUTS with no virus outbreak reported. The result was 
an F value (ranging from 0 to 1). This favourability model shows how 
the local probability of WNV outbreak differs from that expected by 
chance in Europe and thus identifies those localities with environmen-
tal conditions that favour outbreak occurrence. A detailed description 
of the methodological processes is available in the work of García- 
Carrasco et al. (2021).
3  | RESULTS
Four variables were significantly associated with the areas of high 
environmental favourability for WNV outbreaks during the 2020 
transmission season in Europe. Areas close to watercourses, with 
rice paddies and a high density of chicken farms, were the zones 
with the highest risk of occurrence of WNV cases in humans (see 
Figure 1). Furthermore, the risk increased in those areas with high 
mean annual temperatures.
Southern Europe hosts the most favourable areas for WNV 
outbreaks, in particular the south of the Iberian Peninsula, Italy, 
the Balkan Peninsula and the countries included in the Danube 
River Basin (Figure 1). Although so far, Italy has experienced WNV 
cases only in the Po River Basin, we have identified high- risk areas 
throughout the country. The same could be said in the Balkan 
countries; only Greece suffered the disease in 2020, but Albania, 
Bulgaria, North Macedonia, Montenegro and Serbia have been 
identified as highly favourable for WNV. In Spain, the south region 
is most at risk of suffering outbreaks, and not just in the marshes 
of the Guadalquivir River, where WNV infection in humans was 
reported in 2020. New potential infection areas were identified in 
northern Belgium and in the south of the Netherlands. Only one 
human WNV case was detected in the Netherlands during 2020, 
although WNV has also been detected in one migrant bird, the 














• West Nile virus is an emergent disease that has recently 
caused sporadic outbreaks in humans, horses and birds 
in Europe, increasing human morbidity and mortality.
• Since 2018, the disease has been spreading north, 
where we have detected areas favourable for the occur-
rence of outbreaks.
• Results from this study have direct and short- term util-
ity. Data on outbreaks in humans could be predicted 
a year in advance, reducing the impact of human out-
breaks of West Nile virus during the transmission sea-
son in Europe.
F I G U R E  1   Environmental risk model 
of West Nile virus in Europe. Red tones 
indicate regions with high favourability 
for virus outbreaks to occur. Areas with 
black outlines are those that presented 
WNV cases in 2020
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TA B L E  1   Explanatory variables used in the WNV 2017 case models in Europe




distcenpob Distance to population centreb 
Livestock fao_chicken Chicken densityc 
fao_duck Farmed duck densityc 
fao_horse Horse densityc 
fao_pig Pig densityc 
Infrastructure dist_road Distance to roadsd 
cor_urban Continuous urban fabrice 
Discontinuous urban fabrice 
Industrial or commercial unitse 
Construction sitese 
cor_road_rail Road and rail networks and associated lande 
cor_grUrban Green urban arease 
Agriculture cor_dry Non- irrigated arable lande 
Vineyardse 
Olive grovese 
Annual crops associated with permanent cropse 
cor_rice Rice fieldse 
cor_irrig Permanently irrigated lande 
Fruit trees and berry plantationse 
Pasturese 
cor_het_cult Complex cultivation patternse 
cor_agr_veg Land principally occupied by agriculture with significant areas of 
natural vegetatione 
cor_agrfores Agro- forestry arease 




cor_moor Moors and heathlande 
cor_scler Sclerophyllous vegetatione 
cor_trans Transitional woodland- shrube 
cor_spars_veg Sparsely vegetated arease 
cor_in_marsh Inland marshese 
cor_peat Peat bogse 
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Mastrigt, 2020). It is also remarkable that other surrounding areas 
also present favourable environmental conditions for WNV cases 
to occur. Additionally, we have detected new areas with intermedi-
ate favourability for WNV occurrence in Central Europe, mostly in 
Poland and eastern Germany, where some cases occurred during 
2020.
4  | DISCUSSION
Even though chickens are not competent species to reinfect biting 
mosquitoes with WNV, chicken farms constitute an ideal setting 
for WNV vector proliferation (Sowilem et al., 2019). A high density 
of chicken farms means a high quantity of blood meal available for 
ornithophilic mosquitoes, the same that transmit the virus from 
bird to bird, and eventually from bird to humans. Watercourses and 
paddy fields provide ideal breeding areas for mosquitoes and at-
tract migratory birds (Hardy et al., 1983; Liang et al., 2015), which 
may carry the virus from other areas. Environmental temperature 
is widely known as an important driver of WNV transmission by in-
creasing the replication rate of the virus (Hardy et al., 1983), short-
ening the gonotrophic cycle of mosquitoes and favouring the early 
transmission of the virus (Ciota et al., 2014; Hartley et al., 2012). 
As temperature is involved in the distribution of human WNV 
cases in Europe, change in environmental temperatures might 
influence the spread of the virus. Climate change could produce 
changes in the distribution of vectors at higher altitudes, but also 
at higher latitudes (Semenza & Suk, 2018). This could explain the 
cases in Central Europe, as an increase in temperature is occurring 
mainly in Central and Northern Europe (Andriamifidy et al., 2019; 
I.P.C.C., 2014).
As the spread of the disease has been proven to be facilitated 
within the same watershed (García- Carrasco et al., 2021), our model 
suggests that special attention should be paid to the basins of the 
rivers Danube, Po, Elba and Aegean and the southern watersheds of 
the Iberian Peninsula. In these highly favourable areas, the disease 
is more likely to occur, manifest earlier and appear more intensely 
during the next epidemic season (García- Carrasco et al., 2021).
Prevention plays a more important role than ever in the case 
of infectious diseases. As survival in mosquitos might facilitate the 
annual recurrence of the virus at the same sites where outbreaks 
occurred the previous year (Rappole et al., 2000), our modelling ap-
proach should be regularly updated to continue predicting the risk 
in subsequent years. Following the incidence of WNV in Southern 
Spain during the summer of 2020, health authorities carried out fu-
migation plans in sensitive areas as well as campaigns to increase 
citizen awareness to reduce mosquito bites (using mosquito nets, 
avoiding being outside at sunrise and sunset, etc.). Other countries, 
such as Italy, implemented veterinary and entomological surveillance 
in those regions that have commonly recorded the disease. These 
types of preventive measures should also be incorporated in those 
regions with high favourability for human WNV cases where the 
disease has not yet been reported. Although mosquito populations 
and disease dynamics may vary across scales smaller than NUTS, our 
model facilitates the detection and location of those areas newly 
exposed to WNV outbreaks. Once we have identified the variables 
that most contribute to explaining WNV cases in Europe, we can 
recommend the development of prevention methods in specific 
areas within the NUTS that meet certain environmental conditions 
favouring the development of the disease, such as villages and cities 
in proximity of rivers, with the presence of rice croplands and a high 
density of chicken farms.
Type Subtype Abbreviation Name
Climatic Bio1 Annual mean temperaturei 
Bio5 Max temperature of warmest monthi 
Bio6 Min temperature of coldest monthi 
Bio7 Temperature annual range (Bio5- Bio6)i 
Bio12 Annual precipitationi 
Bio15 Precipitation seasonality (coefficient of variation)i 
aLandScanTM 2008 High Resolution Global Population Data Set (copyrighted by UT- Battelle, LLC, operator of Oak Ridge National Laboratory), 
excluding any areas less than 2- km far from urban areas (as delimited by the MODIS 500 - m Map of Global Urban Extent for 2001– 2002 (Schneider 
et al. 2009; 2010).
bAdministrative Centres & Populated Places shapefile at the Relational World Database II (RWDB2) updated in 2000 (http://www.fao.org/geone 
twork).
cGlobal FAO 2010 livestock (http://www.fao.org/lives tock- syste ms/en/).
dVector Map Level 0 at the Digital Chart of the World (DCW, http://world map.harva rd.edu), updated in 2002.
eCorine Land Cover 2018 (https://land.coper nicus.eu/pan- europ ean/corin e- land- cover/ clc2018).
fGlobal Drainage Basin Database GDBD. Released Version 1.0: May 29, 2007 (http://www.cger.nies.go.jp/db/gdbd/gdbd_index_e.html).
gGTOPO30 (US Geological Survey 1996).
hElaborated from DEM (Digital Elevation Model) using the altitude variable (GTOPO30; US Geological Survey 1996), using the Geographic 
Information Sistem ArcGIS Desktop 10.3.
iChelsa (http://chels a- clima te.org).
TA B L E  1   (Continued)
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Although the first known cases of WNV in Europe were located 
in a few southern and eastern countries, the number of affected 
countries is increasing, including Spain in the south and reaching 
areas in higher latitudes as the Netherlands in Central Europe. This 
type of risk model may contribute to identifying the disease- prone 
areas on a yearly basis and could be regularly updated to better an-
ticipate WNV outbreaks. Early actions in risky areas could lessen the 
impact of the disease in the following transmission season, reducing 
the number of affected people. Our study highlights the usefulness 
of pathogeography as an emergent discipline for the study of infec-
tious diseases in constantly changing societies and environments.
CONFLIC T OF INTERE S T
The authors declare that they have no competing interests.
E THIC AL APPROVAL
Not applicable.
DATA AVAIL ABILIT Y S TATEMENT
Data sharing not applicable to this article as no datasets were gener-
ated or analysed during the current study.
ORCID
José- María García- Carrasco  https://orcid.
org/0000-0002-2754-9162 
Antonio- Román Muñoz  https://orcid.org/0000-0002-0253-7632 
Raimundo Real  https://orcid.org/0000-0002-6642-1284 
R E FE R E N C E S
Andriamifidy, R. F., Tjaden, N. B., Beierkuhnlein, C., & Thomas, S. M. 
(2019). Do we know how mosquito disease vectors will respond 
to climate change? Emerging Topics in Life Sciences, 3(2), 115– 132. 
https://doi.org/10.1042/ETLS2 0180125
Benjamini, Y., & Hochberg, Y. (1995). Controlling the false discovery rate : 
A practical and powerful approach to multiple testing. Journal of the 
Royal Statistical Society Series B (Methodological), 57(1), 289– 300.
Ciota, A. T., Matacchiero, A. C., Kilpatrick, A. M., & Kramer, L. D. (2014). 
The effect of temperature on life history traits of culex mosquitoes. 
Journal of Medical Entomology, 51(1), 55– 62. https://doi.org/10.1603/
me13003
European Commission (2003). Eurostat, NUTS- nomenclature of territo-
rial units for statistics. Eurostat. https://ec.europa.eu/euros tat/web/
nuts/backg round
European Centre for Disease Prevention and Control (2020). Weekly up-
dates: 2020 West Nile virus transmission season. https://www.ecdc.
europa.eu/en/west- nile- fever/ surve illan ce- and- disea se- data/disea 
se- data- ecd
García- Carrasco, J. M., Muñoz, A. R., Olivero, J., Segura, M., & Real, R. 
(2021). Predicting the spatio- temporal spread of West Nile virus in 
Europe. PLoS Neglected Tropical Diseases, 15(1), e0009022. https://
doi.org/10.1371/journ al.pntd.0009022
Gubler, D. J. (2007). The continuing spread of West Nile virus in the 
Western Hemisphere. Clinical Infectious Diseases, 45(8), 1039– 1046. 
https://doi.org/10.1086/521911
Hardy, J. L., Houk, E. J., Kramer, L. D., & Reeves, W. C. (1983). Intrinsic 
factors affecting vector competence of mosquitoes for arboviruses. 
Annual Review of Entomology. 28, 229– 262. https://doi.org/10.1146/
annur ev.en.28.010183.001305
Hartley, D. M., Barker, C. M., Le Menach, A., Niu, T., Gaff, H. D., & Reisen, 
W. K. (2012). Effects of temperature on emergence and season-
ality of West Nile virus in California. American Journal of Tropical 
Medicine and Hygiene, 86(5), 884– 894. https://doi.org/10.4269/
ajtmh.2012.11- 0342
I.P.C.C. (2014). Climate change 2014: Synthesis report. Contribution 
of working Groups I, II and III to the fifth assessment report of the 
Intergovernmental Panel on Climate Change. https://doi.org/10.1016/
S0022 - 0248(00)00575 - 3
Krol, L., & Mastrigt, T. V. (2020). Detection of West Nile virus in a com-
mon whitethroat (Curruca communis) and Culex mosquitoes in the 
Netherlands, 2020. Euro Surveillance, 25(40), 2001704.
Liang, G., Gao, X., & Gould, E. A. (2015). Factors responsible for the 
emergence of arboviruses; strategies, challenges and limitations for 
their control. Emerging Microbes and Infections, 4(3), 1– 5. https://doi.
org/10.1038/emi.2015.18
Murray, K. A., Olivero, J., Roche, B., Tiedt, S., & Guégan, J. F. (2018). 
Pathogeography: Leveraging the biogeography of human infectious 
diseases for global health management. Ecography, 41(9), 1411– 1427. 
https://doi.org/10.1111/ecog.03625
Rappole, J. H., Derrickson, S. R., & Hubálek, Z. (2000). Migratory birds 
and spread of West Nile virus in the western hemisphere. Emerging 
Infectious Diseases, 6(4), 319– 328. https://doi.org/10.3201/eid06 
04.000401
Real, R., Barbosa, A. M., & Vargas, J. M. (2006). Obtaining environmental 
favourability functions from logistic regression. Environmental and 
Ecological Statistics, 13(2), 237– 245. https://doi.org/10.1007/s1065 
1- 005- 0003- 3
Semenza, J. C., & Suk, J. E. (2018). Vector- borne diseases and climate 
change: A European perspective. FEMS Microbiology Letters, 365(2), 
1– 9. https://doi.org/10.1093/femsl e/fnx244
Sowilem, M. M., El- Zeiny, A. M., & Mohamed, E. S. (2019). Mosquito Larval 
Species and Geographical Information System (GIS) Mapping of 
Environmental Vulnerable Areas, Dakhla Oasis, Egypt. International 
Journal of Environment and Climate Change, 9(1), 17– 28. https://doi.
org/10.9734/ijecc/ 2019/v9i13 0094
How to cite this article: García- Carrasco, J.- M., Muñoz, A.- R., 
& Real, R. (2021). Anticipating the locations in Europe of 
high- risk areas for West Nile virus outbreaks in 2021. 
Zoonoses and Public Health, 00, 1– 5. https://doi.org/10.1111/
zph.12877
